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Spectrum CE System
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PowerPlex® 35GY 8C System
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Soﬂware for Spectrum CE Systems
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1T Spectrum CE System, RI§3K5
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v’ Spectrum Control Software
v/ GeneMarker® HID #7844
v R RRMAPE
W PR A A
R~ 66cm W x 66cm D x 78cm H
BE 104kg
FHFRBE 100-240 VAC, 15amps
EBITHE 15°C-30°C
IREZEEY Polymer4
FEMIEIR RFID
iTHER
i
CE1008 Spectrum CE System, 8-Capillary 1 each
CE2001 Spectrum Buffer 2 pairs
CE2002 Spectrum Cathode Septa Mat 2-pack
CE2008 Spectrum Capillary Array, 8-Capillary 1 each
CE2012 Spectrum Buffer and Cathode Septa Mat Bundle (CE2001, CE2002) 2 pairs
CE2048 Spectrum Polymer4, 384 Wells 1 each
CE2040 Spectrum Polymer4, 960 Wells 1 each
CE2099 Spectrum Wash Solution 1 each
CE5004 Spectrum Plate Base & Retainer 4 each
CE2696 Septa Mat, 96-Well 10 each
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