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Nano-Glo®HiBiT ZfRi& N Z 5

BRS g
- MEEMBYTD HBIT /M2 ERA MR N3030 10 ml
© REREEVIE N3040 100 ml
N3050 10 x 100 ml
Nano-Glo®HiBiT /M &5 BRS A
* HIBIT fRCHY AR E RS 72 R B 8942 N2420 10 ml
© EHOHRENZERLEDE N2421 100 ml
« EREHNBHREEUER N2422 10 x 100 ml
Nano-Glo®HiBiT ENit &4 BRS A
o LA EIRIERNE B RRNDBERE L N2410 100 ml
HIBIT #r& & H
© EENARBERERNER
HIBIT S REH BRS Mg
. 4i{kHYEA HaloTag® &R (36kDa) , EE C N3010 100 ul
%5 HBIT Z8 (1.3kDa) ®&
+ {&F Nano-Glo®HiBiT &K FHS, Nano-
Glo®HiBiT AfasMEM RS 3 Nano-Glo® HiBiT
ENRESES, 1EANEREIMMEXSR
« LgBiT # LgBiT Bt & E AN
LgBiT EEHIHRIE
BRS A
LgBiT Expression Vector [CMV / Hygro] N2681 20 ug
LgBiT-LentiB3 Transfer Vector Please Enquire 20 pg
HaloTag®-LgBiT Expression Vector [CMV / Hygro] Please Enquire 20 pg
HEK293 LgBiT Cell Line (stable) N2672 1 each
HelLa LgBiT Cell Line (stable) Please Enquire 2 vials
Jurkat LgBIiT Cell Line (stable) Please Enquire 2 vials

MEESHER, BRRENE,



Nano-Glo® ;&I E R 5 BRS g

« FEF4N NanoBiT® EHAE# & NanoLuc® IR& N2011 100 assays

HEEMN N2012 1000 assays

o WM EBEANEIERTELKIA 2 /N EALER N2013 10,000 assays
(A ImAREE M )

Nano-Glo® #" RENE M EY
« HBITfricEANLINES
« Furimazine BI{REY) o] EAE D EREE R IS/KAR, EENLINHERRERM furimazine &Y,

Nano-Glo®Vivazine™ JE% BR= g
© 2 FE 24 NBT S M ERAEIE SR N2580 0.1 ml
N2581 1ml
N2582 10 ml
Nano-Glo® Endurazine™ JE#¥) RS &
© 2 FE 72 /N\E IR R AEEERE N2570 0.1 ml
N2571 1ml
N2572 10 ml
Nano-Glo® " REUE MM EMIR IS EES g
+ Nano-Glo® Endurazine™ J&#) +Vivazine™ J&# N2590 0.2 ml

%8 CRISPR/HIBIT #Rric2301% 5K ?
RIBIRB R E B crRNA 14K DNA FRFIEINI5?

N O
@ wechat.promega.com.cn/technical/ BIRATHIRA o @

REHREHR, ~—7
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HiBiT NanoDLR™
© BRAREREHHRLNE S
- TRMNE

BRS Mg
Nano-Glo® HiBiT Dual-Luciferase® Reporter System Please Enquire 10ml
Nano-Glo® HiBiT Dual-Luciferase® Reporter System Please Enquire 100ml
pBiT4.1-C [HiBIiT-IRES-luc2/CMV/Blast] Vector Please Enquire 20 pg
pBit4.2-C [HIiBIiT-IRES-luc2/TK/Blast] Vector Please Enquire 20 ug
pBiT4.3-C [HiBIiT-IRES-luc2/PGK/Blast] Vector Please Enquire 20 ug
pBiT4.1-N [HiBiT-IRES-luc2/CMV/Blast] Vector Please Enquire 20 ug
pBit4.2-N [HiBIiT-IRES-luc2/TK/Blast] Vector Please Enquire 20 ug
pBiT4.3-N [HiBiT-IRES-luc2/PGK/Blast] Vector Please Enquire 20 pg
HIBIT RIS &4
& Flexi® HATTASIBEA R BORE. HE. ERTRE,
© & MCS HALIEREERKE
BRS g
pBiT3.1-N [CMV/HiBiT/Blast] Vector N2361 20 pg
pBiT3.1-C [CMV/HiBiT/Blast] Vector N2371 20 ug
pBiT3.1-secN [CMV/HiBiT/Blast] Vector N2381 20 ug
pFN38K HiBiT CMV-neo Flexi® Vector N2401 20 pg
pFC37K HiBiT CMV-neo Flexi® Vector N2391 20 ug
PFN39K secHiBiT CMV-neo Flexi® Vector N2411 20 ug
B LC3 HiBIT IR EERA®RN RE
BRS g
;Jf(?ge,?:ézggasg;/slt_ecn? HiBiT Reporter Cell Line GA1050 1 kit*
:riKég?eﬁE;%pg;gtye;CS HiBiT Reporter Cell Line GA1040 1 kit*
Autophagy LC3 HiBiT Reporter Vector and Detection System GA2550 1 kit*
GA1110 5ug
Janelia Fluor® 549 HaloTag® Ligands
GA1111 3x5ug
GA1120 5ug
Janelia Fluor® 646 HaloTag® Ligands
GA1121 3x5ug

* €#% 10mL Nano-Glo® HiBiT ZL#40M R %




HiBiT B4R R (ERIEM

BRS g

Please Enquire 10ml
LgBiT Protein

Please Enquire 0.1ml
HaloTag®-HiBiT Vector [CAG / Blast] Please Enquire 2ug
HaloTag®-HiBiT Target Cells
Raiji Cells, Propagation Model Please Enquire 2 vials
Ramos Cells, Propagation Model Please Enquire 2 vials
A549 Cells, Propagation Model Please Enquire 2 vials
H929 Cells, Propagation Model Please Enquire 2 vials
SK-BR-3 Cells, Propagation Model Please Enquire 1 vial
K562 Cells, Propagation Model Please Enquire 1 vial
U937 Cells, Propagation Model Please Enquire 1 vial
LDH-HiBiT Target Cells
Raji Cells, Propagation Model Please Enquire 2 vials
Raji CD19-KO Cells, Propagation Model Please Enquire 2 vials
Ramos Cells, Propagation Model Please Enquire 2 vials
Ramos CD19-KO Cells, Propagation Model Please Enquire 2 vials
OVCAR-3 Cells, Propagation Model Please Enquire 2 vials
SC-OV-3 Cells, Propagation Model Please Enquire 2 vials
A549 Cells, Propagation Model Please Enquire 2 vials
T2 Cells, Propagation Model Please Enquire 2 vials
PBMC ADCC Bioassays
PBMC ADCC Bioassay Kit (Raji) Please Enquire 1 kit*
PBMC ADCC Bioassay Kit (Ramos) Please Enquire 1 kit*
PBMC ADCC Bioassay Kit (A549) Please Enquire 1 kit*
PBMC ADCC Bioassay Kit (H929) Please Enquire 1 kit*
PBMC ADCC Bioassay Kit (SK-BR-3) Please Enquire 1 kit*

RIFRER . AEETF2E.
MEESHBPEK, BEER Promega Eif],

* GRS AE. BA4ME (FBS) #1 10mL Nano-Glo®HiBiT B AME R4 .,

Anti-HiBiT B35 EHE

BRS g

N7200 1x 100ug
Anti-HiBiT Monoclonal Antibody

N7210 5x 100ug

BT HEXT HBIT i8N EZS(EE, B519 https://www.promega.com//HiBiTtagging
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