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Eastep® Super &t RNA £t &
Eastep® Super Total RNA Extraction Kit

RERRNA E4f, F5E | BIEERPRERE | ESHEMEL

Eastep® Super &= RNA 2BUR 7 & (Cat.# LS1040) 4 Promega £ £l - HE8EREY T RERADETHL
B RNA @it S, FRMEEEREROME, SBERMMNSHEART/NERIE RNA, THESAFILE, RNAY)
HEFES. FERE,

R

© WMES: RPEEREROE, SERNBREEL, REFVEEES, ERE;

c EBFREES: SBRED, BOFREREA—MREE 30 DA,

COEATENEL: URBENHVAR, BVER, BFAE, BE, SHALRNA;

© EREREDR. SESEEYVE: ISNERREBRE;

o RFEEESHEL: DNABLEERERSADNABSE, KN THNAERNIRFRAEED;

o REEOILRGEHS: TEERRFERBRPIAT -70°C, ATHREBRMHES RIFHAE D RNA BIERE,

S5@&FEHEMLL

Eastep® Super Total RNA Extraction Kit B4 T i

BRE

S FE A
BRIESR BRIESEED (5%, DNase LIELHED]HE) BRIEER (TH)

BERK & DNase #1229 30mins, ARi#fT DNase £IE£) 15mins BIERTIEI, 70mins

BHLBER EREREEER FERAXER, SNFEEUR

P L WETS, FERBE

Bl FEBEL & AUREE L

a5l

1. Feng, C., Xin, K., Du, Y. et al. Unveiling the A-to-| mRNA editing machinery and its regulation and evolution in fungi. Nat Commun
15, 3934 (2024). hitps://doi.org/10.1038/s41467-024-48336-8

2. Deng, Y, Lin, Y., Chen, S. et al. Neuronal miR-9 promotes HSV-1 epigenetic silencing and latency by repressing Oct-1 and Onecut
family genes. Nat Commun 15, 1991 (2024). https://doi.org/10.1038/s41467-024-46057-6

3. Chen, R,, Chen, K., Yao, X. et al. Genomic analyses reveal the stepwise domestication and genetic mechanism of curd biogenesis
in cauliflower. Nat Genet (2024). htips://doi.org/10.1038/s41588-024-01744-4

4. Chang, J., Wu, S,, You, T. et al. Spatiotemporal formation of glands in plants is modulated by MYB-like transcription factors. Nat
Commun 15, 2303 (2024). https://doi.org/10.1038/s41467-024-46683-0




@ Shanghai
Promega

M: Promega ADNA 12 3 4 56 M: Promega ADNA
Marker 1Kb Marker 1Kb

1: /NERAFAE RNA 1: 293T £HfE RNA
2: INRISHE RNA 2: 293T #HfE RNA
3: /N AT RNA
4: INERBE RNA
5:
6:

M: Promega
ADNA Marker 1Kb
1,2: A RNA

/NERAX RNA

INEUOE RNA
B3k 5514 RNA £ #8 2000ng, 1% IR fS 4% 5% IR, Bk RNA E#E8 1800ng, 1% JRBEHE B3k RNA EHE 1000ng, 1% FRBg%E
110V, 30 #4, AR, 110V, 30 4, BEEE, 110V, 40 94,

293T (1X10°) 8-10/ & 2.0-2.3 1.9-2.1
Hela (1X10°) 20/ % 2.0-2.3 1.9-21
INERRFRE 3.0-5.5 2.0-2.5 1.9-2.1
INEB 1.5-3.0 2.0-2.5 1.9-2.1
/INER PR A 1.5-3.5 2.1-2.6 1.9-2.1
INEUOE 0.4-1.0 2.0-2.6 1.9-2.1
INER B 0.6-1.2 2.2-3.0 1.9-2.1
INERAX 0.4-0.8 2.1-2.7 1.9-2.1
E.Coli (1X10°%) 30-50/ )% 2.2-2.6 1.9-2.1
EinlF 1.0-2.0 2.1-2.6 1.9-2.2
RNA 54K : 1ug EMlt A RNA 545K : 1pg A4
R#ERAK:  GoScript™ Reverse Transcription System (A5000) R#ERAK:  GoScript™ Reverse Transcription System (A5000)
cDNA 4R : 7B FKFERE 10-107 45, cDNA 4R : 7RI FKFRE 10-107 45,
519: Rubisco 519: bMG
BMREEAEE 3 X BMREEAEE 3 X
Amplification Plot Amplification Plot
w Sope  Vintercept R Effierey ol e Sope Yemewem  R® Effency
1 -3.192 38.201 0.9995 106% 400 . A -3.3026 37.821 0.9995 101%
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Cycle Cycle
@ BRS RBELRE

Eastep® Super Total RNA Extraction Kit LS1040 50 )R




Eastep® 5 & PCR EIZFIE

Eastep® B & PCR EWIXFAIEER FMRERIER SRR, BRRRERERR PCR ¥ 8- iR AL KER
100bp-10kb &) DNA FER,

oJ1E 20 e A 44K DNA FEREE PCR 747

A A FEIRLMIEE DNA KR, BIZHE
JRHAI DNA. B854 1% DNA S8 550K DNA;
DNA K EREINEGEIX 95%, B8R EREBHNZK
HEBRESIY, HEHREARTEX 1501;

Z54£ 89 DNA F B 53256 7ol 32ER 700 PEE,
R > 98%;

Z54L 8 DNA T ER A T BN, =E. 4xic.
PREVMEEBT] RAKSNE R | BIES .

EEAREL PCR =414
pis:

BB BREIN
HRIREL PCR =%
BENSMEHE

i DNA

ﬁ«—@@«;}m«—@
ng

1. Qiao, H., Gao, Y., Liu, Q. et al. Oligo replication advantage driven by GC content and Gibbs free energy. Biotechnol Lett 44, 1189—
1199 (2022).

Pl BRS RERE

LS1020 50 iR

Eastep® Super Gel & PCR Extraction kit
LS1022 250 ;%
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Eastep® REFRFERZAFZ

Eastep® RT Master Mix 2FF M Total RNA 5 Poly(A+) RNA &% —8% cDNA TR &R R ERIRF,

HorEE:

+ Eastep® RT Master Mix (5x) : &8 M-MLV R#%RE. MgCl,. dNTP. RNase inhibitor , A% Oligo(dT)15 Primers
#1 Random Primers Bfh R R514, tIX & RNA BT — B RERR

+  5xgDNA Remover Mix: B3R RNA ER 8] gDNA 5%

« No-RT Control: AFRIERZRAERZEEHE gDNA TR

* Nuclease-free water

» DNase Stop Solution

TEFREIEA, IFRMER RNA FKENT],
ERATFHY. BYMRMEYE RNA B RERR;
o] 5ip Lz RRERREHE Real-Time PCRIXFIE SR,

@ LEEE qPCR
. HEFF{E M Eastep® gPCR Master Mix (BRS LS2062 &5 &) 5 GoTaq® gPCR Master Mix ( B&S A6000 &7~
M) HIT TN gPCR RESRIRERENE, tLuREEmin LEtER gPCR &,

@ #£m%EPCR
«  JEF{ER GoTag® Master Mix (BRS M7122 RFI=R) , ok miH LEMER PCR =&,

1. Li, Z., Tong, H., Ni, M. et al. An at-leg pellet and associated Penicillium sp. provide multiple protections to mealybugs. Commun Biol 7,
580 (2024).

2. Zhao, ZC., Jiang, MY., Huang, JH. et al. Honokiol induces apoptosis-like death in Cryptocaryon irritans Tomont. Parasites Vectors
16, 287 (2023).

3. Lin, L, Ye, Y., Fu, H. et al. Effects of a novel ANLN E841K mutation associated with SRNS on podocytes and its mechanism. Cell
Commun Signal 21, 324 (2023).

4. Note: FREAR, HEEMH

@ BRS RRIRE (20p1 REAR)
LS2050 25 1%

Eastep® RT Master Mix Kit (5x)
LS2052 100 )&%

Eastep® RT Master Mix Kit (5x), with No-RT Control LS2054 100 )&%




Eastep® LA N EE PCR B KIRF =

Eastep® qPCR Master Mix (2x) 2% F SYBR Green | # &% %#1T Real-Time PCR MEBIXF . A7 @A 2x FER,
FERMDEIRBHE, MgCl, , dNTPs, EFIHRNE DR, EKREH CXR(Carboxy-X-rhodamine) £Eb3e3 e (MR
5 ROX #8[@E) #1 SYBR Green | #2& %4, BIMAZELEE 100xCXR AFERES LR HINEE.

AEGKME CXR 24, BFERESARRREALSHZEATENESRE, FEEFHIAARSIN
B2 PCRUBNEREX RGREER;
SHERE A S NHEEARETE R EEME RN ;
EREE, EATENUNSESKRN;
AT RERN SYBR® Green | 8 FAM ™ Zul f{X 88 L% ;
5% %R (RT) RAXRSEN =L ENTEARNF B ERTRET B R,
HRINHEIREEENE, ERNARDPENHAZENERT, RIBERSY, SN, FRMFTMRL;
AR BETFEREE, THESEENERNG,

Amplification Plot Standard Curve
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Quantity Tempersizs ()

EE . I Eastep® RT Master Mix kit (5x) (B®RS: LS2050) RERNERNF, RAWSEEE RT-PCR X/NE ST GADPH mRNA
HITEERN, KHEE PCRIRXFIEH Eastep® gPCR Master Mix (2x) , ##x cDNA 244 F 100ng-100fg,

1. Qi, X,, Mo, Q., Li, J. et al. Establishment of virus-induced gene silencing (VIGS) system in Luffa acutangula using Phytoene desaturase
(PDS) and tendril synthesis related gene (TEN). Plant Methods 19, 94 (2023).

2. Qian, L., Zhang, Y., Wang, G. et al. miR-29a-SIRT 1-Wnt/B-Catenin Axis Regulates Tumor Progression and Survival in Hepatocellular
Carcinoma. Biochem Genet (2023).

=i BRS RELRE (20p1 REAR)
LS2062 500 %

Eastep® gPCR Master Mix Kit (2x)
LS2068 2000 &




Uracil-DNA Glycosylase (UDG) ¥XiEFAXMHBEEARERE. 7 FE/H 25kDa, oJEA S RIZIEH BEERIXNEE DNA £
BURBRIEE, B3 RNA L&Y, EENATF PCR ¥ iE-MnipsE, BNERREET: MRE PCR REFLLJUTP
BRJTTPBADNA D, EHETS dU BEMN PCR ¥ 1EF~Y), ZEAHERMMR BHEANEE DNA & U ERIEHRE, K§
Z PCR ¥ 1741,

ol HA BRS
100 u H3001S

Uracil-DNA-Glycosylase (UDG) 500 u H3005S
1,000 u H3008S

Taq DNA BR&ESETF Thermus aquaticus #k YT1, Taqg DNA RATE—MRIEER, TTLATE 74°CHE{L DNA IS4, E
£ 95°CHYEZTHAN 40 i, EEBEFHEET, Taqg DNA BEESE 5> 3 A RMEAZERNBESTAMMNEE DNA, EIEE
BEIHEHENESFEH 94KDa, EREES 5'-> IIMIZEKRESEMS, Taq DNA BREHIEFRT PCR R NESE
THISI ¥,

) HAE BRS

Taqg DNA Polymerase, Storage Buffer B 500 u M1665S

Taq DNA Polymerase, Storage Buffer B

(10X Reaction Buffer with 15mM MgCl,) S00u M2665S




Promega EE £/ & ith & 754 X &
E4H RNA EgH&HIF -

BAT & RNABBHDEIRFIE, WMREZEREE A, B. C IR ARREBZIERERES,;
X ELth AR MR BRES A 4 RESS2 IR BB IR B IFIMERA, &1 SP6. T7 ¢ T3 RNA Polymerase, GoScript™,
AMV z M-MLV Reverse Transcriptase I Taq DNA polymerase;
ATHMAREES RIEN;
£ RT-gPCR., cDNA &K, MFEFIRD A5h R | BIE PRIV EFAIMEE
BAREMRED AEZERTHR,

MNEALEENRIREZEZREBXEEEA 1-14 PANEDRIKE R
WAT T RFEIZEREE S 24, %8 RNA (5 ug) #1 RNase ONE™ &)tk 535!
MANNERETENEMEEE (F 175 ) &, o, ERBEMEREP

9.0kb
—MIIA— 40 U RNasin® , AEEBAAKRTE 37°C BEER. 5016
K8 1: RS 50k

K& 2: TER RNA

P8 3-11: LIEHS :iiz
i EIOMHERD, B 6 MERRMEREZLERERME T RNA, RNasin® '
ARINFRBA T £ 6 FiEIR T8 RNA [EfE,

0.5kb

RT-gPCR i3 2 iR B IFHT RNA {R1P
140
120 I

100 I Promega. RNagin®
< «— Inhibitor Protecte 9.0kb
g 8 RNA in the presence 5.0kb
‘E 60 of RNase A ) = pew -
g 3.0kb
5 40 e
a = RNaceOUT™ 1.5kb e -ll ' =B . F
20 4T Inhibitor 1.0kb
0L = _ 0.5kb :
X » N S X AP AR
S & T
&
fad BRS g
N2511 2,500 U
Recombinant RNasin® Ribonuclease Inhibitor
N2515 10,000 U
N2611 2,500 U

RNasin® Plus RNase Inhibitor
N2615 10,000 U
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Promega 2t £ EMAIMER RS, TTAR MRNA, rRNA, tRNA, miRNA. HIIIFIEHEILEIY siRNA, RNA R4,

HREX I AR RNA ISTREK,

RiboMAX™ Large
Scale RNA Production
Systems SP6/ T7

Riboprobe® in vitro

Transcription Systems

P1420, P1430, P1440,

T7 RiboMAX™ Express
Large Scale RNA
Production System

T7 RiboMAX™
Express RNAI
System

EEE] o450, P1460 P1280, P1300 P1320 P1700
HAPREER =R LR BhE 5 FURR FUER
1RARER 44k DNA 4L DNA 4L DNA M4 DNA
RNA 7= £ - >500ug siRNA
(& 1ml &7 ) {& (100-250ug) % (2-5mg) & (5-8.5mg) >2mg dsRNA
SR _ _ 21 bp siRNA
i 21bp~27.3kb 21bp~27.3kb 2002000 b GSRNA
= K70 iE 1 /B 2-4 INBY 30 75 30 i

o JNIEZLAINIE RNA &%

o TERYMERL tRNA, rRNA,

. SRR RIE RNA JRSE FHFZFER
TENA 1 RNA 545t « RNABIH]. RNA Z4R4EH . NI RNA S « BT RNAFif
. HERYRNA KX RNA I RNA: Z[18 B . BFNEE RNA
BEERNHR
o AR RNA, fEXRIEMIL
H¥EI RNA Fii

B AL @) @) ® ®
HRgHHERRIE @) ® ® ®
T3BHF @) ® ® ®
SP6 B#HF @) @) ® ®
7 BHTF @) @) @) @)
R INTP ® ® © ©
5&im N B, BEEEHAE .
BEBES AW © HHBHEREDR AW

Note: HFESANNIE RNA 5 R LANIE RS



Hitni 1BX R AR

Rz Fd BRS g
Oligo(dT)15 Primer C1101 20ug
RERSIY
Random Primers C1181 20ug
U151 200yl
dNTP dNTP Mix
U1515 1,000pl
ZREN (B TRERERREER ) Diamond™ Nucleic Acid Dye H1181 500ul
V3121 100g
TRRENE AR Agarose, LE, Analytical Grade
V3125 500g
pGEM®-T Easy Vector System | A1360 20 reactions
T HERR
pGEM?® -T Vector System | A3600 20 reactions
M1801 100u
T4 DNA Ligase
EHEES M1804 500u
T4 DNA Ligase (HC) M1794 500u
M7822 100 reactions
GoTaq® G2 Green Master Mix
M7823 1,000 reactions
M7832 100 reactions
GoTaq® G2 Colorless Master Mix
M7833 1,000 reactions
M7122 100 reactions
GoTaq® Green Master Mix
M7123 1,000 reactions
E#M PCR
M7132 100 reactions
GoTaq® Colorless Master Mix
M7133 1,000 reactions
M7822 100 reactions
GoTaq® G2 Green Master Mix
M7823 1,000 reactions
M7832 100 reactions
GoTaq® G2 Colorless Master Mix
M7833 1,000 reactions
M4020 10 reactions
KHE PCR GoTag® Long PCR Master Mix
M4021 100 reactions
M7421 10 Reactions
GoTaq® G2 Hot Start Green Master Mix M7422 100 reactions
M7423 1,000 reactions
#MEE PCR
M7431 10 Reactions
GoTaq® G2 Hot Start Colorless Master Mix M7432 100 reactions
M7433 1,000 reactions

11
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Promega (Beijing) Biotech Co., Ltd
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Bi&: 010-58256268
Mtk : www.promega.com
A FFEIE: 400810 8133
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EHETIE: 2024.07




