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In Vitro Transcription (IVT)

K4 RNA & Al 2 35 & AR E 4R DNA (K #itE RNA BR5E (41 T7. T3 5; SP6 RNA 258 ) M DNA #HRE R RNA, B TF&K
ShEERR N AIENR DNA B B M F%I LifeT RNA REEBENF. RO ERZFEREREIERNL. PCRF™Y. EZTRK
cDNA EEEXREMFHIL MW DNA 1R, ERE RNA REBRAFEEK RNA %RY, AIERZEE. SMHZNAN
R EMPR (X FEREEMN NMR)

FIMERIZERE
IVT Procedure
1 2 5

HEEIVT & HEEIhiE HoreER

R HHERIR RREMNIEF RN

A RNA BRFYHATFHRRME RNA £ E, RNAML, AEANEH. BEREENERSEIRPHIEE.,
Promega B9A4ME R mEIE RNA EMER . BEZER, REHFNBTER. SIMEENERRARRTNZH @,

RoH 4 R T i N A

Downstream Applications

Gene
Expression CRISPR
Studies

Labeled RNA
Probes

gPCR
RNA Structure/ RNA:Protein Standards or cDNA Library
Function Interactions RT-PCR Preparation
Template
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RNA &R &%

Promega 12t Sfpi4 g 4253 < B [E) 30 EH) RNA SRXFISE RS :

Riborope® &4t AT M5 DNA BAM DA M S LLEM B 5E RNA RE G ERNHE RNA R,

RiboMAX™ RNA &= 24 =4 K EE S TAI SR A BIE R R BINIE S R NE RNA B3R,

T7 RiboMAX™ HURAFE RNA £ RA R —FMAINER RS, BEEEENBRNEZETRE RNA, ERAZAFNISESRTET
=& 14kb K= EE RNA %R,

FHNERTFANEERR BRI R RN :

NS SR R N T ) T BN AR AR A BR B AR 1P LR BT ST M BMU RARIE R IEE L RARICHY RNA 3REt, RIS SEMZE
BRE RNABRA, DATFEMENUENS FEMZHR,

RMERRRMOT AT aRNA 1718, RIEHR (BHUESH. RBRRARR. HRIMEFRSE) | F8OH (BB -RNALEE) UR
MEIRER (FEEEDHT) SR

s RNA B B R R B G R oot 5
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FrmikiEES | RNA SRS

Promega (FIMERRZRTmIEFES

Promega B ™ LE— M ERUIMFIMERRS AEN 40 SEFRIMEFIFI B MTHNE, ZON TR FESHIRIMERRE,
JER mRNA, rRNA, tRNA, miRNA, BT siRNA, RNA REHE; HEEXAING L RNA FISFPER,

Riboprobe® in
vitro Transcription

Systems

RiboMAX™ Large
Scale RNA Production
Systems SP6/ T7

T7 RiboMAX™
Express Large
Scale RNA
Production System

RiboMAX™ AOF
RNA Production

System @

T7 RiboMAX™
Express RNAI
System

P1420,P1430,

BRs 51440 150 01460 P1280,P1300 P1320 P2000 P1700
oo mee | AOF (EFME) poorsosmoos
EEHA NESHRNARE  pEAMESRNA  PRONARRE  paimepeg  RESKAENGE
RNA
. R . R . R C AMERLES - M
s NEEHREHEHE - FIEHIEMRNAK  « RNNIE RNA G « RNAYFEBMIF LA + BT RNA Tt
*EmE B9 &Y M AR A2 B9 B aH . BliRE5EETR (RNAI) R
RNA #R% - ERNA SR . FESRSYBRNA  + SREE RNA
(RNA. tRNA Z3E e
#355 RNA B985

- o
FEHEESETR X BRyhigft X BEyhigqt EfR X Bhigft EfR
FNTP ERE ERE B5E ERE F5E
&1 :ﬁilﬁ) {8 (100-250ug) % (2-5mg) % (5-8.5mg) % (>5mg) PRl hehe
37°C/R Rz AYiE) 1-2 /NBY 2-4 /NBY 30 £ 1 NEF 30 £

. B B e 21bp SIRNA
754 RNA K& - 21bp~27.3kb 21bp~27.3kb St 200-20005p GARNA
i R Rz X X
- , %z, ERETH
RESBIHSLE ML RAMERES R
BEA o

PR

M ET RIS X X X X
T3 BEIF X X X
SP6 BE1F X X X
T7 BEF
AOF (Fzh¥miR)
IcGMP i X X X X
5 IVT fiism X X X X

Note: FESHNNME RNA HFE 2 LN RS
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Riboprobe® System F1 Riboprobe®
Combination Systems

Riboprobe® Systems #1 Riboprobe® Combination Systems #1FF I ER DNA FTEARBRAER, EAMISSHESEENS
% RNA RE SR RS E RNAER T,

Riboprobe® Systems € & DNA A EFH TR ERRNUABENVLFAS ( LS ERMLRRSI ), F3F RQ1
RNase-Free DNase(Cat.# M6101, RQ1 & RNA EH) DNA &S ), B TEEREERER,

Riboprobe® Combination Systems &% RNA B&BURAIIMERRNEEHRART ( BETHRMERS ), —MEFIEP
BB T3/T7 5 T7/SP6 RNA BB&E, A58 RQ1 RNase-Free DNase(Cat.# M6101, RQ1 7= RNA B DNA & ), AF
EEREREER,

R

o FRMHS: SP6. T7 M1 T3ARNARSHMABSEINTFREM, TTLALURAL DNA A&,

o EBRUIESRE: RESFIR{t SP6 RNARASHES. T7 RNARASHED T3RNARES

o HfE: B85 T7. T3 5 SP6 RNA B&EH—i2E MMM 44k, DNase | BT DNA ##RF =4 RNasin® RNA
BEINHIFI

F: NEHBINEERTYERMWE Ribo m7G Cap Analog (Cat. P1711 8¢ P1712),

Fz A 3k

* A highly specific Escherichia coli gPCR and its comparison with existing methods for environmental waters. Water
research.2017

» Altered regulation of Nur77 nuclear receptor gene expression in the mesocorticolimbic regions of rat brain by
amphetamine sensitization. Brain research. 2018

« Tissue stiffening coordinates morphogenesis by triggering collective cell migration in vivo. Nature. 2018

iTIER

HA=E A BRS
Riboprobe® System—-SP6 1 each P1420
Riboprobe® System-T3 1 each P1430
Riboprobe® System—T7 1 each P1440
Riboprobe® Combination System—T3/T7 RNA Polymerase 1 each P1450
Riboprobe® Combination System —SP6/T7 RNA Polymerase 1 each P1460
by

Riboprobe® System Components and Buffers 1 system P1121
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RiboMAX™ Large Scale RNA
Production Systems

FINIEZERANIE RNA*

RiboMAX™ |arge Scale RNA Production Systems £ 1ml B89 & M 8595 )% 2-5mg/ml B9 RNA, FERE, KA EM
Riboprobe® R%i44 R R K% RNA £ 10-20 fZ,

RiboMAX™ Z 4% & .5 Riboprobe® RANEAXNE=AH:

« {£F HEPES (pH 7.5) & RMAE Tris-HCI (pH 7.9) &K ;
INTP MIZEEFHRERSEIES SP6 thiE4S T7 RNA BEEFHIKE;
RELEIMNT A EEBRERES

AERMATMBAINTIZFRAE D, EH RiboMAX™ RESHE RNA LLEM T ES A RNA RRGHAIINBIZFEREYF, BRD
TXEFEMEMERNAS, NMEESEREFEYEMLN RNA LN A, BT RiboMAX™ RFERERHIEAE RNA,
AN ALRGERGEREESRHRIEEDN RNA R,

*#: ffEH RiboMAX™ Large Scale RNA Production Systems ##2fiig 4% R 5% B M Ribo m7G Cap Analog (Cat.
P1711 3 P1712),

L=

o RIEF: RHZUAT SP6 7 T7 RNA B5E,

o REMAHZRIE: REMETTRATGE/N, LUENAEESE RNA & EE,
e BRE: SHERENTIFR RNA,

L L He GG LG
SEFFF SR
a B[ erome) 1K9MERIRISELH HCOV-229E (WT) Fl HCoV-229E SL1 and SL2 R&ikHS
. - RNA, FH& Hu-7 4BAE. 1R Northern blot 46 78 [E) 15 5 R 4 B 12 55490
[ LiEDHES RNA,
8- - R
' ". — RNA7

Bz A 3k

* A mitochondrial protein affecting lifespan and oxidative stress response in Drosophila . Proc. Natl. Acad. Sci. USA .2006
» Recapitulation of short RNA-directed translational gene silencing in vitro. Mol. Cell .2006
» Protein protects functionally sterile honey bee workers from oxidative stress. Proc. Natl. Acad. Sci. USA . 2006

> —

ITAER

HAE HAg BRS
RiboMAX™ Large Scale RNA Production System—SP6 1 system P1280
RiboMAX™ Large Scale RNA Production System—T7 1 system P1300
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T7 RiboMAX™ Express Large Scale
RNA Production System

T7 RiboMAX™ Express Large Scale RNA Production System 2 A7E/E I BN ERIAZ R RNA Mikit. HTF MK TER
SWMEREDR, 30 SiA RNA FFETHX 5-8.5mg/ml, ATREBFEDERIIEIIRE, € 2x ERETRDAEIF TR
B INTP, B4, ZRFKXES RQ1 RNaseFree DNase (RQ1 £ RNA BSH) DNABS ), B FEREIRERAIER,

AT 2x 0RO (NTP ELREE—E, HITREWA T7 RiboMAX™ Express System &M & ZMMIEH RNA,

F: WMESAMIE RNA, i5%1% RiboMAX™Large Scale RNA Production System-T7(Cat.# P1300 & P1280), [&8F X
Ribo m7G Cap Analog (Cat. P1711 2 P1712) ,

R

o ME: T7 RiboMAX™ Express System {X5 30 S EPilaEHIEHERR RNA, MEBREETRFE 2-4 /N,
o HfE: WA NTPHl 2x HRRETREZRESW, tTRDBRIZENLIENE,

o RiFE: BRHERSHA/NG DNAEIR, HRFUEE 21bp,

NAZES: SREMRSERENMAE dsRNA

TMV CP TMV p126
R S

EA:

M F T7 RiboMAX™ Express Large Scale RNA
Production System & RIREEMHEZ(TMV)
p126 F] CP 2 E AEMREI dsRNA, Fits)
AL AR EREY), ER TMV+dsRNA 8918
ML TMV SR EM = ENE S 2
Bz,

e"é
g
S

866 bp

480 bp

™V TMV+ dsRNA_p126 ~ TMV+ dsRNA_CP H0

oz A 3Lk

+ AMD1 mRNA employs ribosome stalling as a mechanism for molecular memory formation . Nature. 2018

» Exogenous application of double-stranded RNA molecules from TMV p126 and CP genes confers resistance against TMV
in tobacco. Planta. 2016

» Structural and functional conservation of cis-acting RNA elements in coronavirus 5'-terminal genome regions. Virology.
2017

+ Chromosome biorientation produces hundreds of piconewtons at a metazoan kinetochore. Nature communications.
2016 Gene silencing of VP9 gene impairs WSSV infectivity on Macrobrachium rosenbergii. Virus research. 2016

» SEC14L2 enables pan-genotype HCV replication in cell culture. Nature. 2015

s =
iTIRER

Pl g BRS
T7 RiboMAX™ Express Large Scale RNA Production System 1 system P1320
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RiboMAX™ AOF RNA Production &
System

EEERS (AOF) FIF RNA &5 51

TR HEIN ER, ERTMNRAREETREN RNA S (31 RNA JBTEY)

ERT RNABTTAMARSEFIFS RNA G, AMXBESHETY BURNAR, BFEBHIFD RNA LRI TE
MEE, MR, BERFREEU AL, RAURNEERN&IMERYE, XNRNEXER,

RiboMAX™ AOF RNA Production System & A#EXLEHERMiIZIT, EYSASERBLHIMIERKS (AOF) . F& cGMP iR
ERES, tTJLUREETY BN RNA RIMER (IVT) . ZRFIREIE VT FERRNAIIER, FEREBRFTAERNE
HLRUER RNA 2R, BERRAMFTENHDFE (INXWEE RNA) .

cGMP for mRNA

¢# 'ii“ Rese;ch = Function/Activity (KJHCS\
T RNRMEN, THEEFBREE RNA e 9
BRI AR S SRR T B R B ° = °
AR 47 - REBEDIBRA B35S T EREME, <
SR - BRI AR AR BRI S REERE, mm O
« REXMH - RBEERRESER. Fr-iEH Rk TSE/BSE FH, g cz::;.:::;::i.gy:s g

-/ KL/

RZF 26 KHEEIPERIATZ LR

725 {F B RiboMAX™ Large Scale RNA Production System-T7. HiScribe™ T7 High Yield RNA Synthesis Kit 1 TranscriptAid™
T7 High Yield Transcription Kit & 1.8kb & ZXE§ 4 R A 5kb runoff £ RA——ERAESREKTER (Std.) . N1- BER
REZBE (U) MR N1- BEGRE =B +5- BE -CTP (U+C) ., 1RBBi%BIHEM CleanCap® Reagent AG (3’ OMe) i#
TR RANE

1.8Kb |~RibOMAX™.-| |-—HiScribe™--—| | -TranscriptAid™.| 35 105 EBE: BHERTYETZEEEEX 1:100
P 3 90 /5, 1A RNA ScreenTape &3
e T - —— - 3 25 75 o, ERBENEERERANER

(=2 — e s - o~ R = s
e 22 pll BESKE. RHBRERTAERE RS
S I II 30 2 T (REMERES LS .
25— — — © -
std. U U+ std. U UKC std. U UsC = 0.5 II 15 = » =
. =
5kb |---RiboMAX™---| |----HiScribe™----| |-TranscriptAid™-| § 0 — o 0 E E : {E m EE :_Et RN\A \g@ ﬂf; ﬁt }‘H = _ﬁi
5 Standard Modified Modified 1€ 1.8kb R K, FHi&EZ QuantiFluor
o ——————— o NTP: UTP  rUTPand e i e
| = - ™NTPs  UTP rUTE an RNA System( B35S E3310)i#H5 28,
= CleanCap AG (3' OMe) RREASE 1.8kb BRALREN 8
20 1.8kb Transcript HiE.
= e e e e e s m RiboMAX™ m HiScribe” m TranscriptAid™
s =
ITEER
| Mg BRS
RiboMAX™ AOF RNA Production System 1 system P2000
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T7 RiboMAX™ Express RNAI
System

siRNA, dsRNA & E% K RNA

T7 RiboMAX ™ Express RNAi System A% [BIRF-£ 2R RANEE RNA(ASRNA) Migit, Eil&EH dsRNA P AREHME
ERSNEE, EETHIANIMIEBLNIRLEL RNA Fi (RNA) HR, oTHTERBIANIRAEIZESPH 21bp BIEFH
RNAs(siRNAs), R4MERE) siRNAs EHGIEBR RIS SHEE A siRNAs —HE%, ¥uIERIADVEBPIES RNA Fit, Lt
4, WRFRIRTIEMAGE 200bp SLEKH dsRNA B F, FYUIENAFIEFHINMERR. MEREHE] RNA 55211 DNA AER
REHE (BIRTILARRAE PCR 1 ), P48 RNA #EERRRMNERAXFEK dsRNA, REDEFHIESE RNA §1 DNA 2
RAVZBESE K ER. AEURHREERMAL dsRNA , BEIf dsRNA TTFH FiEE#1T RNAI LI 89 EMIE,

L

o TEEE: T 30 AERFFEERE RNA,

s BBBRNRERERME: 47 NTPs Ml 2X BREPRELRES, IHBRIRENARRNAS BB EIREIR/N.
o SZINFRVMERE: MTRXENA,

M AA%EHI: siRNA &A% siRNA IhEEIEIE

1 2 3 4 5 EE: XARRKRHREREXETEFEAMIABIERERGH siRNA,
1. 10bp DNA ladder ( G4471 )

21bp EE AL Renilla siRNA (Dharmacon)

21bp Relina siRNA , T7 RiboMAX™ Express RNAi System & /§
21bp B9 p53 siRNA , T7 RiboMAX™ Express RNAi System &
49nt Renilla shRNA (19bp IXEE, ont ZEEAIK, 2-U 3'=_HiF) |

T7 RiboMAX™ Express RNAi System &

AR siRNA T EEXNEE DNA g,

o~ Wb

4197TA06_3A

1 2 3
- 53 Z£E: 293T A, siRNA THIFIMAMRAE p53 BIRX.
o L -~ P 1. 3$E8 scrambled siRNA
o
< . ; ; ; PN
5 H_ “Lactin 2. p53 siRNA, T7 RiboMAX™ Express RNAi System &/
g 3. p53siRNA, ZE&EA,

Sz A 3Lk

» Juvenile Hormone Activates the Transcription of Cell-division-cycle 6 (Cdc6) for Polyploidy-dependent Insect
Vitellogenesis and Oogenesis. J Biol Chem. 2016

The C. elegans SoxC protein SEM-2 opposes differentiation factors to promote a proliferative blast cell fate in the
postembryonic mesoderm. Development. 2011

Control of coleopteran insect pests through RNA interference. Nature Biotechnology. 2007

> =

IT)I-!Q{E I%\

Pl A BRS
T7 RiboMAX™ Express RNAi System 50 x 20pl P1700

10
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EZHRESTmINER

HIITNEE Pl A BRS
10 A254 units P1711
MERS Ribo m7G Cap Analog
25 A254 units P1712
BRI RS BRAE AR pGEM?® Express Positive Control Template 10ug P256
rATP, 10mM 0.5ml P113
rCTP, 10mM 0.5ml P1142
rGTP, 10mM 0.5ml P1152
rUTP, 10mM 0.5ml P1162
rATP, 100mM 400ul E6011
BRERER
rUTP, 100mM 400l E6021
rGTP, 100mM 400ul E6031
rCTP, 100mM 400l E6041
rATP, rCTP, rGTP, rUTP, each at 10mM in separate tubes 4X0.5ml P1221
rATP, rCTP, rGTP, rUTP, each at 100mM in separate tubes 4X400ul E6000
pGEM®-3Z Vector 20ug P2151
pGEM®-4Z Vector 20ug P2161
pGEM®-5Zf(+) Vector 20ug P2241
pGEM®-7Zf(+) Vector 20ug P2251
pGEM®-3Zf(-) Vector 20ug P2261
pGEM®-3Zf(+) Vector 20ug P2271
pGEM®-T Easy Vector System | 20 reactions A1360
pGEM®-T Vector System | 20 reactions A3600
pGEM®-T Vector System I 20 reactions A3610

12
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Ribo m7G Cap Analog

L EER B E Riboprobe® #l RiboMAX™ Z 4

Ribo m7G Cap Analog 223131880, B8 (m7G(5 )ppp(5')G) LM FEREE, XFh B EL BB T LUIB A\ ZIRINE S
FFH 5 K, HEBASHEZ MRNA HFof 7- PEBIER 5' 1§ FLEM,

R

o (BEHENEF: REFSETRNALAMERMNEENIERE,
o B¥: ML RNAZEAEIAEE,
+ RiE: TJHAT Riboprobe® Systems 5 RiboMAX™ Large Scale RNA Production Systems,

Sz A 3k

» Identification of G-quadruplexes in long functional RNAsusing 7-deazaguanine RNA. Nature Chemical Biology.2017

» Evidence for different, host-dependent functioning of Rx against both wild-type and recombinant Pepino mosaic virus.
Molecular plant.2016

* A pathogenicity determinant maps to the N-terminal coat protein region of the Pepino mosaic virus genome. Molecular
plant.2015

» Sperm-derived WW domain-binding protein, PAWP, elicits calcium oscillations and oocyte activation in humans and mice.
The FASEB Journal. 2014

Y =
IT)HQ1E l%\
i g BRS
10 Ags, units P1711
Ribo m7G Cap Analog (40 mM )
25 Ags, Units P1712

13



RiboMAX™ (K4} 35 R A R ax i R

1. RNA SA%EFELSERAEER

3Zfk: Cis- and trans-regulations of pre-mRNA splicing by RNA editing enzymes influence cancer development. Nature Commnications, 2020
HEEE: £YAERE mMRNA BT RNA FEMEEHETEREZE., IRXESRPLAERR, WKSIEEERENEF RNARE, NISEHE
REER. BEIHEMER. A7 THXEDRE, dEFEBIEREIRCH RNA RS, 1 RNA BKEBREHMT (REMSA) , RHR
FEHEM RNA ZEMEEER, Tang EARBAMEERIPERRZFEFLTIRCH RNA R, 5 RNA RIEMENG ZBH RN RERE
FEPHERA.

MA@ : RiboMAX™ Large Scale RNA Production System

LWL EERAZERICH RNA i, B3 REMSA fEsh UV RREMEMIES T EHEM RNA ZEHEEER,

=

2. RNA SEVEESEENREER

32k PbTTG1 forms a ribonucleoprotein complex with polypyrimidine tract-binding protein PbPTB3 to facilitate the long-distance trafficking
of PbWoxT1 mRNA. Plant Science 2019

MREN: FEE—MEZER, B—HEMNFEARFSS —MEVNEAEE, SIERBERA, FEREIBEENEL., FEXMRNE
B RESEREYEIKESEE mRNAs AMBWEMER, RNASESEAREMERNZEZERD (RNP) E5YT{E# mRNAs B4,
AT BFMAMAR RNP E514K, Wang FAERBIMNERTZHIEEIEMRIRICH mRNA, BB RNAZESER (RBP) #17 REMSA,

R &: T7 RiboMAX™ Express Large Scale RNA Production System
LI 2 mRNA SBE— AL RNP B, RNP ES4MREMREM, RNP NARAS LK INREY.

3. Leigh & 1EHY mRNA 85735

32k Validation of a mitochondrial RNA therapeutic strategy using fibroblasts from a Leigh syndrome patient with a mutation in the mitochondrial
ND3 gene. Nature Scientific Reports,2020

M5EER: Leigh REMLR—M O SEUSHMEHNKRARLNBEEHMERTHER, BEEEENSHNRT, SEXMRFBNEEERRES,
Hohz—fR %M1k DNA 523, Yamada A EREIIMERRRHR mRNA FERLHIE DNA 18X Leigh SATERTT M BTE T AEM
MA™m: RiboMAX™ Large Scale RNA Production System

LIEIR: EERY, BEERERBRHEAPHRIINER mRNAFD TREEBERIATHRET RNA HE,

4. == RNA 17 CRISPR BESHE

3k CRISPR/Cas9-mediated precise genome modification by a long ssDNA template in zebrafish. BMC Genomics.2020

HREN: ATi#HIT CRISPR/Cas9 EF%HE, TE—T5|S RNA (gRNA) ¥ Cas &R "5|5" EIFFFEHI DNA BIGAIR, KRIMERIEERA
BIERIXLES| S RNA B LER, ERE, SPTMENM MG DNA #IR5EEE PCR A, 11 pGEM® -T Easy, SUEMEAIERE M.,
Bai E AR BEIEREZET K gRNAs LUK —fF80 CRISPR/Casd NSEMERARESE, LA EURTENIEPSIABHRE., &
FAEE DNAERIFTTTE, RBESRMSINERNRRE, HuEHDEhET ARRFER,

MA™m: T7 RiboMAX™ Express Large Scale RNA Production System

5. cona EmEE

3Zfk: Next-generation sequencing coupled with a cell-free display technology for high-throughput production of reliable interactome data. Nature
Scientific Reports,2012.

f5E R : B4 DNA (cDNA) XETAFHREERXRAMNELARNEEER, FEFPRBIHFNERE, cODNA XEERTERRBEEPHR
EnERAMEER, MFHE cDNAXE, EFEM mRNA Fia, REGXH mRNA I—f 55 R BE AV AR EBRERNEIIER, A
EE#ITIHERIAGE cDNA X E, MMERATFEFIEZEBEMERANSERRIFT, SR FHEMSZE, Fujimori EAFRT —MESZHK
MWE (NGS) MEBEXLME MRNA B/n75%, BTFREEARMEEEREMS, ERAIINERRAERE mRNA o] BT HIE&TAM S AN
cDNA X &,

MA™m: RiboMAX™ Large Scale RNA Production System (SP6)

14



6. 5= RNA EHAITETS

3Zfik: Structural and functional conservation of cis-acting RNA elements in coronavirus 5'-terminal genome regions.Virology,2018.

MREHN: EX6MERBEZPH 4 HoI5EHAZMNEBERE, Hp, mEAMIFRESME (SARS) MHRIFREGESTAE (MERS) HE
SHEFEN. BIEMER.

FRFINERRS, Madhugiin EARREKREN. SRENABRES RNA, ATSIEMHE RNA EMRN, XESMMIEBATMNTNL
RNA ZZR&54 . KARTHNHS DNABTHENEEZNAEALRE, wBETHRSEHRAZEN="ZREN, FEAXEENERREEASERT.

BAF&: T7 RiboMAX™ Express Large Scale RNA Production System

7. H5RNA FENER
3ZEk:  Gene silencing of VP9 gene impairs WSSV infectivity on Macrobrachium rosenbergii. Virus Research.2016

MREN: BRGEEMERHES (WSSV) BUANRNIEFEVRERMNTEECRIERRE, IMFENENT, BRME, MBS, KE*A
IS IRERMMBEL T RFIX 100%, BAI, BREBTXMHEFNTTE. WSSV NIELEMER VPI RUSHESERANEF. HEMKLH
FEMBEIMBINEENIMEIEX. Af, VPO EERRMINEEER+2EE,

Alenton & AR A RNAI 53R WSSV BIXH IR £ 5mRAIHEEIEA . RNASRFIAREE RNA (dsRNA) REENERNRE, EHRES
BREFKEF VPI 1 dsRNA AT FREEE A,

RS : T7 RiboMAX™ Express Large Scale RNA Production System

MREE: FERM, N VP RS TWIFNESERENSEEER,

8. == Rrna mzims

3fk: Hepatitis C Virus Indirectly Disrupts DNA Damage-Induced p53 Responses by Activating Protein Kinase R, American Society
for Microbiology.2017

5 ER: 1RHE CDC MEIE, X£E 50% HMEHERAIRARERES (HCV) BESHEN (9) . HCV R—RTIEBUEN RNARKS, ZBF IR
&, FEXBAUTRATRSAYAT . SIEBESMEYE DNA FEREE ps3 IEINHIZEHKLE, B HCV %8 p53 BAlHlHREE,
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